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1. G ne being in an isolated form and implicated 
in tumor igenes is having the nucleotide sequence of any one 
of the strands of any one of the members of the PLAG subfa- 
mily of zinc finger protein genes or CTNNB1 genes, including 

5 modified versions thereof. 

2. Tumor igenes is gene (T-gene) as claimed in 
claim 1 trying at least homology with the zinc finger 
domains that are typical for the PLAGl gene the nucleotide 
sequence of which is depicted in figure 4A, or the 

10 complementary strand thereof, including modified or 
elongated versions of both strands. 

3. T-gente as claimed in claim 1 or 2 having essen- 
tially the nucleotide sequence of yrfie PmGl gene as depicted 
in figure 4A, or the ^mplementany stramd thereof, including 

15 modified or elongated versions oA botfcf s^erfuis. 

4. T-gene as claimed in claim 1 or 2 having essen- 
tially the nucleotide sequence of the PIAG2 gene as depicted 
in figure 8A, or the complementary strand thereof, including 
modified or elongated versions\pf both strands. 

20 5. T-gene as claimed rn claim 1 having essentially 

the nucleotide sequence of the CTkyBl gene as depicted in 
figure 9, or the complementary strand thereof, including 
modified or elongated versions of both strands. 

6. T-gene as claimed in claims 1-5 for use as a 
25 starting point for designing suitable expression-modulating 

compounds or techniques for the treatment of non-physiolo- 
gical proliferation phenomena in human or\nimal. 

7. T-gene as claimed in any one oK the claims 1-6 
for use as a starting point for designing suitable nucleo- 

3 0 tide probes for (clinically/medically) diagnosing cells 

having a non-physiological proliferative capacity\as compa- 
red to wildtype cells. \ 

8 . T-gene as claimed in claims 1-7 , which gene is 
implicated in tumors selected from rhabdomyosarcoma, uterine 

3 5 leiomyosarcoma, uterine leiomyoma, malignant salivary gland 
tumors, leukemias and lymphomas. 
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9. Protein encoded by a T-gene as claimed in 
claims 1-8 for use as a starting point for preparing suit- 

ble antibodies for (clinically/medically ) diagnosing cells 
ing a non-physiological proliferative capacity as compa- 
red \p wildtype cells* 

10. Derivatives of the T-gene as claimed in 
claim 1-k for use in diagnosis and the preparation of thera- 
peutical compositions, wherein the derivatives are selected 
from the group consisting of sense and anti-sense cDNA or 

10 fragments thereof, transcripts of the gene or practically 
usable fragment^ thereof , fragments of the gene or its 
complementary strand, proteins encoded by the gene or frag- 
ments thereof, antibodies directed Jfecrthe gene, the cDNA, 
the transcript, the Wotein or th€ f ragitffmts thereof, as 

15 well as antibody fragments. 

11. In situ diagnostifc method/for diagnosing 
interphase and/ or metaphake cel\s having^a--ffon-physio logical 
proliferative capacity, comprising at least some of the 
following steps: 

20 a) designing a set dsf nucleotide probes based on 

the information obtainable froA the nucleotide sequence of 
the T-gene as claimed in claim lVs, wherein at least one of 
the probes is hybridisable to a region of the aberrant gene 
substantially mapping at the same aocus as a corresponding 

25 region of the wildtype gene and/or "Ohe same or another probe 
is hybridisable to a region of the aberrant gene mapping at 
a different locus than a corresponding\region of the 
wildtype gene;* 

b) incubating one or more interphase or metaphase 
3 0 chromosomes or interphase or metaphase cel\s having a non- 
physiological proliferative capacity, with the probe (s) 
under hybridising conditions; and 

c) visualising the hybridisation betVeen the 
probe (s) and the gene. 

12. Method of diagnosing cells having a x non-physi- 
ological proliferative capacity, comprising at least some of 
the following steps: 
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a) taking a biopsy of a tumor to obtain cells to 
be diagnosed; 

b) isolating a suitable T-gene-related macromo- 
ledule therefrom; 

c) analysing the macromolecule thus obtained by 
comparison with a wildtype reference molecule preferably 
from the\same individual. 

13. Method as claimed in claim 12, comprising at 
least some of the following steps: 

a) tvaking a biopsy of a tumor to obtain cells to 
be diagnosed; 

b) extracting total RNA thereof; 

c) preparing at least one first strand cDNA of the 
mRNA species in the ts^tal RNA extract, which cDNA comprises 
a suitable tail; 

d) performing PCR and/or RT-EteR using a plag 
gene specific primer and X. tail-stoecif ic7and/or partner- 



ine specific 



products on a gel to obtain 



12, comprising at 



specif /nested primer in ord^r to 
cDNA ' s ; 

e) separating the PC 
a pattern of bands; 

f ) evaluating the presence of aberrant bands by 
comparison to wildtype bands, preferably originating from 
the same individual. 

14. Method as claimed in cli 
least some of the following steps: 

a) taking a biopsy of a tumor *vp obtain cells to 
be diagnosed; 

b) isolating total protein thereffrom; 

c) separating the total protein on\a gel to obtain 
essentially individual bands and optionally tf^asferring the 
bands to a Western blot; 

d) hybridising the bands thus obtained\with anti- 
bodies directed against a part of the protein encoded by the 
remaining part of the T-gene and against a part of\the 
protein encoded by the substitution part of the T-g\ne; 

e) visualising the antigen-antibody reactions and 
establishing the presence of aberrant bands by comparison 
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with bands from wildtype proteins, preferably originating 
k rom the same individual. 

15. Method as claimed in claim 12, comprising at 
least some of the following steps: 

a) taking a biopsy of a tumor to obtain cells to 
be diaghpsed; 

p) isolating total DNA therefrom; 

digesting the DNA with one or more so-called 
"rare cutterK restriction enzymes; 
10 d) separating the digest thus prepared on a gel to 

obtain a separation pattern; 

e) optionally transfering the separation pattern 
to a Southern bl 

f) hybridising the separation pattern in the gel 
15 or on the blot with one or more informative probes under 

hybridising conditions 

g) visualising the hybEldisatidons and establishing 
the presence of aberrant^ bands by comparison to wildtype 
bands, preferably originating from t)*e same-individual. 

20 16. Method as claimed in any one of the claims 

10-15, wherein the cells having a non-physiological 
proliferative capacity are selected from the group 
consisting of the tumors pleomorphic adenomas of the 
salivary gland, lipoblastomas, \uterine leiomyomas, and other 

25 benign tumors as well as various malignant tumors, including 
but not limited to sarcomas (e.g\ rhabdomyosarcoma, 
malignant salivary gland tumors) amd leukemias and lympho- 
mas. 

17. Anti-sense molecules df a T-gene as claimed in 
3 0 claims 1-8 for use in the treatment Af diseases involving 

cells having a non-physiological proliferative capacity by 
modulating the expression of the gene. 

18. Expression inhibitors of the T-gene as claimed 
in claims 1-8 for use in the treatment oV diseases involving 

3 5 cells having a non-physiological proliferative capacity. 

19. Diagnostic kit for performing the method as 
claimed in claim 11, comprising a suitable s^et of labeled 
nucleotide probes. 
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20. Diagnostic kit for performing the method as 
limed in claim 12 , comprising a suitable set of labeled 

proi 

21. Diagnostic kit for performing the method as 
claimed in o^aim 13, comprising a suitable set of labeled T- 
gene specif ic and tail specific PC R pr imers . 

22. Diaghqstic kit f or /per forking the method as 
claimed in claim 15, comprising p suiteple set of labeled 
probes, and suitable rarev^utting restA s cti<jn enzymes. 

23. Method for isol^tinlj^etner T-gene based on the 
existence of a fusion gene, fusiqn transcript or fusion pro- 
tein in a tumor cell by using at l^st a part of a T-gene 
for designing molecular tools (probes i/Xprimers etc.)* 

24. T-gene obtainable by the mebt^od of claim 23. 

25. T-gene as claimed in claim 24 fiar use in dia- 
gnostic or therapeutic methods. 




